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FIGURE 1A 



Nucleotide and deduced amino acid sequence of human VR2 



5 CACGAGGCCGACGCGCAGCTGGGAGGAAGACAGGACCCTTGACATCTCCATCTGCACAGA 

GGTCCTGGCTGGACCGAGCAGCCTCCTCCTCCrAGGATGACCTCACCCTCCAGCTCTCCA 

MTSPSSSP 

10 GTTTTCAGGTTGGAGACATTAGATGGAGGCCAAGAAGATGGCTCTGAGGCGGACAGAGGA 
V FRLETIiDGGQE DGS EADRG 

AAGCTGGATTTTGGGAGCGGGCTGCCTCCCATGGAGTCACAGTTCX^AGGGCGAGGACCGG 
KLDFGSGL PPMESQFQGEDR 

15 

AAATTCGCCCCTCAGATAAGAGTCAACCTCAACTACCGAAAGGGAACAGGTGCCAGTCAG 
KFAPQIRVNLNYRKGTGASQ 

CCGGATCCAAACCGATTTGACCGAGATCGGCTCTTCAATGCGGTCTCCCGGGGTGTCCCC 
20 PDPNRFDRDRLFNAVSRGVP 

GAGGATCTGGCTGGACTTCCAGAGTACCTGAGCAAGACCAGCAAGTACCTCACCGACTCG 
EDLAGLPEYLSKTSKYLTDS 

25 GAATACACAGAGGGCTCCACAGGTAAGACGTGCCTGATGAAGGCTGTGCTGAACCTTAAG 
EYTEGSTGKTCLMKAVLNLK 

GACGGAGTCAATGCCTGCATTCTGCCACTGCTGCAGATCGACAGGGACTCTGGCAATCCT 
DGVNACI LPLLQI DRDSGNP 

30 

CAGCCCCTGGTAAATGCCCAGTGCACAGATGACTATTACCGAGGCCACAGCGCTCTGCAC 
QP LVNAQCTDDYYRGHSALH 

ATCGCCATTGAGAAGAGGAGTCTGCAGTGTGTGAAGCTCCTGGTGGAGAATGGGGCCAAT 
35 IAIEKRSLQCVKLLVENGAN 

GTGCATGCCCGGGCCTGCGGCCGCTTCTTCCAGAAGGGCCAAGGGACTTGCTTTTATTTC 
VHARACGRFFQKGQGTCFYF 

40 GGTGAGCTACCCCTCTCTTTGGCCGCTTGCACCAAGCAGTGGGATGTGGTAAGCTACCTC 
GELPLSLAACTKQWDVVS YL 

CTGGAGAACCCACACCAGCCCGCCAGCCTGCAGGCCACTGACTCCCAGGGCAACACAGTC 
LENPHQPASLQATDSQGNTV 

45 

CTGCATGCCCTAGTGATGATCTCGGACAACTCAGCTGAGAACATTGCACTGGTGACCAGC 
LHALVMISDNSAENIAX.VTS 

ATGTATGATGGGCTCCTCCAAGCTGGGGCCCGCCTCTGCCCTACCGTGCAGCTTGAGGAC 
50 MYDGLLQAGARLCPTVQLED 

ATCCGCAACCTGCAGGATCTCACGCCTCTGAAGCTGGCCGCCAAGGAGGGCAAGATCGAG 
IRNLQDLTPLKLAAKEGKIE 

55 ATTTTCAGGCACATCCTGCAGCGGGAGTTTTCAGGACTGAGCCACCTTTCCCGAAAGTTC 
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FIGURE IB 

IFRHILQREFSGLSHLSRKF 

ACCGAGTGGTGCTATGGGCCTGTCCGGGTGTCGCTGTATGACCTGGCTTCTGTGGACAGC 
TEWCY GPVRVSLYDLASVDS 

5 

TGTGAGGAGAACTCAGTGCTGGAGATCATTGCCTTTCATTGCAAGAGCCCGCACCGACAC 
CEENSVLEI IAFHCKSPH RH 

CGAATGGTCGTTTTGGAGCCCCTGAACAAACTGCTGCAGGCGAAATGGGATCTGCTCATC 
10 RMVVLEPLNKLLQAKWDLLI 

CCCAAGTTCTTCTTA7iACTTCCTGTGTAATCTGATCTACATGTTCATCTTCACCGCTGTT 
PKFFLNFLCNLIYMFIFTAV 

15 GCCTACCATCAGCCTACCCTGAAGAAGCAGGCCGCCCCTCACCTGAAAGCGGAGGTTGGA 
AY H Q-P TLKKQAA P HL KAEVG 

AACTCCATGCTGCTGACGGGCCACATCCTTATCCTGCTAGGGGGGATCTACCTCCTCGTG 
NSMLLTGHILJLLGGIYLLV 

20 

GGCCAGCTGTGGTACTTCTGGCGGCGCCACGTGTTCATCTGGATCTCGTTCATAGACAGC 
GQLWYFWRRHVFIWISFI DS 

TACTTTGAAATCCTCTTCCTGTTCCAGGCCCTGCTCACAGTGGTGTCCCAGGTGCTGTGT 
25 YFEILFLFQALLTVVSQVLC 

TTCCTGGCCATCGAGTGGTACCTGCCCCTGCTTGTGTCTGCGCTGGTGCTGGGCTGGCTG 
FLAIEWYLPLLVSALVLGWL 

30 AACCTGCTTTACTATACACGTGGCTTCCAGCACACAGGCATCTACAGTGTCATGATCCAG 
NLLYYTRGFQHTGIYSVMIQ 

AAGGTCATCCTGCGGGACCTGCTGCGCTTCCTTCTGATCTACTTAGTCTTCCTTTTCGGC 
KVILRDLLRFLLIYLVFLFG 

35 

TTCGCTGTAGCCCTGGTGAGCCTGAGCCAGGAGGCTTGGCGCCCCGAAGCTCCTACAGGC 
FAVALVSLSQEAWRP EAPTG 

CCCAATGCCACAGAGTCAGTGCAGCCCATGGAGGGACAGGAGGACGAGGGCAACGGGGCC 
40 PNATESVQPMEGQEDEGNGA 

CAGTACAGGGGTATCCTGGAAGCCTCCTTGGAGCTCTTCAAATTCACCATCGGCATGGGC 
QY RGILEAS LELFKF TIGMG 

45 GAGCXGGCCTTCCAGGAGCAGCTGCACTTCCGCGGCATGGTGCTGCTGCTGCTGCTGGCC 
ELAFQEQLH FRGMVLLLLLA 

TACGTGCTGCTCACCTACATCCTGCTGCTCAACATGCTCATCGGCCTCATGAGCGAGACC 
YVLLTYILLLNMLIALMSET 

50 

GTCAACAGTGTCGCCACTGACAGCTGGAGCATCTGGAAGCTGCAGAAAGCCATCTCTGTC 
VNSVATDSWSIWKLQKAISV 

CTGGAGATGGAGAATGGCTATTGGTGGTGCAGGAAGAAGCAGCGGGCAGGTGTGATGCTG 
55 LEMENGYWWCR KKQRAGVML 

ACCGTTGGCACTAAGCCAGATGGCAGCCCGGATGAGCGCTGGTGCTTCAGGGTGGAGGAG 
TV G T K P'DGS P DERWC FRV E E 
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FIGURE 1C 

GTGAACTGGGCTTCATGGGAGCAGACGCTGCCTACGCTGTGTGAGGACCCGTCAGGGGCA 
VNWASWEQTLPTLCEDPSGA 

GGTGTCCCTCGAACTCTCGAGAACCCTGTCCTGGCTTCCCCTCCCAAGGAGGATGAGGAT 
5 GVPRTLENPVLASP PKEDED 

GGTGCCTCTGAGGAAAACTATGTGCCCGTCCAGCTCCTCCAGTCCAACTGATGGCCCAGA 
GASEENYVPVQLLQSN* 

10 TGCAGCAGGAGGCCAGAGGACAGAGCAGAGGATCTTTCCAACCACATCTGCTGGCTCTGG 



GGTCCCAGT 



